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Supplementary Figure 4. Genetic mutations in elderly AML patients (n = 123) treated with decitabine. (A) Number of mutations de-
tected in elderly AML patients at diagnosis. (B) Heat map clustered by functional gene pathway, cytogenetics, ELN stratification, VAF 
clearance rate, and overall response. (C) Frequency of mutations by functional gene pathway. NPM1, nucleophosmin 1; VAF, variant allele 
frequency; AML, acute myeloid leukemia; ELN, European LeukemiaNet.
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